Key indicators: single-crystal X-ray study; T = 123 K; mean (C-C) = 0.004 Å; disorder in solvent or counterion; R factor = 0.052; wR factor = 0.137; data-toparameter ratio = 15.3.
Related literature
For biological properties of acridines, including antibacterial, anti-parasitic, and antitumor activity, see: Biwersi et al. (1994) Table 1 Hydrogen-bond geometry (Å , ) . 
Comment
Acridines display abroad range of biological properties including antibacterial, anti-parasitic, and antitumor activities (Biwersi et al., 1994; Wainwright, 2001; Guetzoyan et al., 2007; Denny, 2002; Luan et al., 2011) . Furthermore, the indole moiety also has a wide range of biological activities which may enhance the acridine ring properties. Recent studies show that some acridine analogs having aryl and heteroaryl substituents on their ten position on the ring exert potassium channel modulating activities (Şimşek et al., 2004; Berkan et al., 2002) .
The title acridine compound contains ( Fig. 1) , 5-bromo-3-methyl-1H-indole connected to the 3,4,6,7,9,10-hexa- 
Experimental
A mixture of 5-bromoindole-3-carbaldehyde (1.0 mmol), 1,3-cyclohexanedione (2.0 mmol), ammonium acetate (5.0 mmol) was dissolved in 5 ml of methanol and refluxed until the reaction was completed (monitored by TLC). The forming precipitate was filtered off and crystallized from ethanol. Crystals were grown by slow evaporation of an dimethyl sulfoxide/methanol mixed solution.
Refinement
All disordered components were subjected to rigid bond and similarity restraints and all major and minor disordered components were refined anisotropically. Hydrogen atoms were positioned geometrically [C-H = 0.95-1.00 Å; N-H = 0.88 Å] and refined using a riding model, with U iso (H) = 1.2 U eq (C, N) or 1.5 U eq (C methyl ). A rotating-group model was applied for methyl groups. The molecular structure of (I) with 30% probability ellipsoids for non-H atoms. Only major disordered component for the solvent molecule is shown. are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. Geometric parameters (Å, º) S10A-O100 1.510 (3) C3-H3B 0.9900 S10A-C100
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
1.748 (6) C4-C5 1.512 (4) S10A-C200 1.520 (4) C21-H21A 0.9500 C3-H3A 0.9900 O100-S10A-C100 108.4 (3) C8-C7-H7A 108.8 O100-S10A-C200 108.1 (3) C6-C7-H7A 108.8 C100-S10A-C200 98.3 (4) C14-C7-H7A 108.8 O101-S10B-C101 104.4 (16) C13-C8-C9 120.7 (2) O101-S10B-C201 109.5 (14) C13-C8-C7 119.9 (2) C101-S10B-C201 101 (2) C9-C8-C7 119.3 (2) S10B-C101-H10F 109.5 O2-C9-C8 122.2 (2) S10B-C101-H10G 109.5 O2-C9-C10 120.9 (2) H10F-C101-H10G 109.5 C8-C9-C10 116.8 (2) S10B-C101-H10H 109.5 C9-C10-C11 110.6 (2) H10F-C101-H10H 109.5 C9-C10-H10A 109.5 H10G-C101-H10H 109.5 C11-C10-H10A 109.5 S10B-C201-H20D 109.5 C9-C10-H10B 109.5
